ABSTRACT Azospirillum brasilense strains Ab-V5 and Ab-V6 are largely used in commercial inoculants for grasses and legumes in Brazil. Their genomes were estimated at 6,934,595 and 7,197,196 bp, respectively, and encompass genes related to nitrogen fixation, synthesis of phytohormones, and environmental adaptation. Although the strains differ in phenotypic properties, their genomes are highly similar.
in plants (11, 13) , and the strains also carry several stress response genes, the majority of which are related to oxidative stresses. The reported niche adaptation of A. brasilense (8) might be attributed to a whole range of genes related to motility and chemotaxis, phosphorus metabolism, and resistance to antibiotics, among others. As reported before (12), we found several copies of genes encoding quorum-sensing LuxR but not LuxI proteins; in addition, there were no genes related to type III secretion systems. Accession number(s). The whole-genome shotgun project for strain Ab-V5 has been deposited at DDBJ/EMBL/GenBank under the accession number POQV00000000 (accession number SUBID SUB3474034, BioProject PRJNA429443, and BioSample SAMN08346097); the version described in this paper is the first version, POQV01000000. The whole-genome shotgun project for strain Ab-V6 has been deposited at DDBJ/ EMBL/GenBank under the accession number POTD00000000 (accession number SUBID SUB3488520, BioProject PRJNA429631, and BioSample SAMN08354664); the version described in this paper is the first version, POTD01000000.
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